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1. 6 16 HO=A T, FLS1~8 (STAP #fifia) 1358 =F BT X 2 BA5 TRHT OfG
. CAG-GFP EIa+72° 15 FYOE L0 ) AEHEBEE L T 22 £ 005, CAG-GFP
AR TIE 15 BYGOE LICHAS LTS LismmitiT, BRELE L, £72 15 %ﬂhéﬁx
12 CAG-GFP &5 1% o~ A, KN 129B6F1 A0 ES Hifix FLS1~8 i 37HF
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LovL., D% 15 FYfE CAG-GFP = 7 2 1Y ES Ml 243 e T, BiEHF o
FEEIWLES X v | FLS %5 CAG-GFP & 1n 173 15 FYLtiR LI k9 % acrosin iB{aF D
TrE—F—EHNIEEHEL TWD T E R EMSAVE Lo, I L7z & 2 A, FLS1~8 1%
CAG-GFP 7213 Cix72 <. acrosin-GFP &9 872 538572 R4 ABALICA LTV D
HLWEbhoTExELE, %5 FLS1~8 ® CAG-GFP &= 11 Al acrosin 8151
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TRIZT IR BEEDOA Y T NOETT, 131TH D/ A T A M4rE, Nature #7265
OFERIT, AU NWT —Z 2O THIBRL TH W W, L0 5 BIWISKR LT, ftho 35350
HIfRZBFEWLE Lz, ZLTID#%I#H < X#E (The GFP transgene insertion site
matches that of the mice and ES cells kept in the Wakayama laboratory (in chromosome
18).) &, FEERZ ZOENTE 722 v, ARZOXELHIRSN D RETLIZ,
WAL, R OFEIC L 0 R & 7o 572 15 BYAERICOVWTHIBRZBEVW L, S
HIZ, P EFESPARH L Ro72Z L b | BT TIEAB SN TWRD, LIETHZ L
HHIKRL 72 | HEBEOLEOHIFREZ BREV L E L7- (The origin of the cag-gfp insertion
line in chromosome 15 was not from the mice at the Wakayama laboratory, as it was
never maintained there.), = O#ER, Hibk L#EIA7- L% (The GFP+ - - ) OEFENLD
PNPBR 7o TLESTEDTY,
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(5) In the Letter, [Author: Is “Letter’ correct? This appears to relate to information
in Extended Data Fig. 7 legend of the Article. Please clarify.] one group of STAP
stem cells (STAP-SCs) was reported as being derived from STAP cells induced from
spleens of F1 hybrids from the cross of mouse lines carrying identical cag-gfp insertions
in chromosome 18 in the background of 129/Sv and B6, respectively, and that they were
maintained in the Wakayama laboratory. However, further analysis of the eight STAP-
SC lines indicates that, while sharing the same 129xB6 F; [Author: ‘129xB6 F1’

correct here (rather than ‘129B6F1’) and two sentences below?] genetic

background, they have a different GFP insertion site in chromosome-15 (under



investigation). [Author: *have a different GFP insertion site in chromosome 15’
correct, or should this be *have different GFP insertion sites in chromosome 15°7?]
Furthermore, while the mice used for STAP cell induction are homozygous for the GFP
transgene, the STAP-SCs are heterozygous. Moreover, our analyses show that two of
the STAP-SC lines reportedly derived from the 129/Sv background appear to be of
129xB6 F1 background in origin. [Authors: Have these cell lines been used in the
studies? If not, ok to omit the sentence starting ‘Moreover, our analyses’?] The
GFP transgene insertion site matches that of the mice and ES cells kept in the
Wakayama laboratory-{ir-chremeseme-18). Thus, there are inexplicable discrepancies

in genetic background and transgene insertion sites between the donor mice and the

reported STAP-SCs. The origin of the cag-gfp insertion line in chromosome 15 was not-




